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Abstract 

A classic distinction in psychiatry has been the study of externalizing and internalizing traits. 

However, the extent to which shared or unique brain network features – such as patterns of 

functional connectivity – may predict internalizing and externalizing behaviors in children and 

adults remain poorly understood. Using a sample of 2262 children from the Adolescent Brain 

Cognitive Development (ABCD) study and 752 adults from the Human Connectome Project 

(HCP), we show that predictive network features are, at least in part, dissociable across both 

categories of behavior and developmental stages. Traits within internalizing and externalizing 

behavioral categories are predicted by similar network features concatenated across task and 

resting states. However, distinct network features predict internalizing and externalizing 

behaviors in children and adults. These data reveal shared and unique brain network features 

that account for individual variation within broad internalizing and externalizing categories 

across developmental stages. 
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Introduction 

A classic distinction in child and adolescent psychiatry has been the study of 

“internalizing” and “externalizing” behaviors1. These two broad classes of psychopathology were 

first proposed by T.M. Achenbach from a factor analysis of symptoms in children and 

adolescents with psychiatric illness2. Internalizing behaviors are internally directed towards the 

individual and manifest in their extreme form as sadness, withdrawal, somatic complaints, and 

anxiety, while externalizing behaviors are directed towards the external environment and involve 

disruptive, aggressive, impulsive, and defiant behaviors3. The expressions of internalizing and 

externalizing behaviors exhibit cross-generational associations between parents and children4–6. 

These behaviors have also been linked with reduced school engagement and an increased risk 

for suicide attempts in childhood and adolescence7–9, as well as worse work performance and 

lower cognitive abilities in adulthood10,11. However, the neural underpinnings associated with 

internalizing and externalizing behaviors across distinct developmental stages remain poorly 

understood.  

Throughout development, functional connectivity patterns within and between large-

scale brain networks can predict individual differences in cognition12, impulsivity13 and 

psychiatric symptoms14,15. While individual-level variability in the functioning of large-scale brain 

networks can predict individual differences within broad categories of cognition, personality and 

mental health in both children and adults16,17, macroscale patterns of brain functioning are 

dynamic across the lifespan18–20. The transition from childhood through adolescence to 

adulthood reflects critical neurodevelopmental stages characterized by a protracted period of 

synaptic pruning, intracortical myelination, cortical thinning, and functional network 

segregation18,21. Therefore, it is unclear if the specific brain-behavior relationships observed in 

childhood mirror those identified in adulthood. Furthermore, although shared network features 

account for individual variation within broad classes of behavior16, individual-specific patterns of 

functional network connections may predict even finer-grained categories, such as internalizing 

and externalizing behaviors. Here, we aimed to examine the extent that functional network-

based predictors of internalizing versus externalizing behaviors were similar across a large 

sample of children and their parents. We further tested whether such patterns can be observed 

in an independent sample of young adults.  

In the present study, we predicted internalizing and externalizing measures of 

psychopathology in a sample of children (and their parents) from the Adolescent Brain Cognitive 

Development (ABCD) study22 using children’s functional connectivity patterns across four brain 

states: resting-state, monetary incentive delay (MID) task23, stop signal task (SST)24 and 
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emotional N-Back task25. We further explored functional connectivity predictors of internalizing 

and externalizing behavior in an independent cohort of young adults from the Human 

Connectome Project (HCP)26, using resting-state fMRI connectivity matrices. Multi-kernel ridge 

regression (multiKRR) models revealed network-based features that were predictive of 

behaviors within the same category were more correlated with each other than with those 

across different categories in ABCD children and parents, while single-kernel ridge regression 

(KRR) models showed a lack of categorical distinction in HCP adults.  Moreover, predictive 

network features were distinct across the two samples. These results support internalizing and 

externalizing behaviors as distinct factors of psychopathology and suggest that brain-based 

predictive features may change across the lifespan. 
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Results 

ABCD Results 

 We used fMRI data acquired across three task states, including monetary-incentive 

delay (MID), stop-signal task (SST) and N-back, as well as resting state fMRI from N=11,875 

healthy children (ABCD 2.0.1 release22). Our analyses considered 33 dimensional measures 

from the available mental health assessments collected from child participants and their 

parents27, comprised of 15 measures of internalizing problems, 10 measures of externalizing 

problems, 2 measures of thought problems and 6 measures of attention problems 

(Supplementary Table 1). The final analytical sample consisted of n=2,262 unrelated children 

who passed fMRI quality control and had complete data (see Methods).  

 

Multi-kernel ridge regression predicts most behavioral measures 

 We defined 400 cortical and 19 subcortical regions-of-interest (ROIs) based on Schaefer 

Parcellation28,29 and computed a 419 by 419 functional connectivity (FC) matrix for each brain 

state. Following prior work16, we used multi-kernel ridge regression (multiKRR) models to 

predict each behavioral measure from child-specific FC matrices concatenated across brain 

states. To evaluate predictive accuracy, we performed nested cross-validation procedures with 

120 folds (see Methods). Pearson’s correlation between predicted and actual behavioral scores 

and coefficient of determination (COD; see Supplementary method S3) were used as accuracy 

metrics. Statistical significance of prediction accuracy was assessed by permutation testing. 

Prediction accuracies -- given by Pearson’s correlation -- of the models trained on 

children’s functional connectivity data are shown in Fig. 1A (for behavioral predictions in ABCD 

children) and Fig. 1B (for behavioral predictions in ABCD parents). Most behavioral measures 

were predicted better than chance after FDR correction (q<0.05), except for child somatic 

complaints and somatic problems, parent intrusive behavior, parent ADHD problems and parent 

inattention (see Methods). Parent ADHD problems became significantly predicted after FDR 

correction when COD was used as the accuracy metric. Prediction accuracies were broadly 

stable across both metrics (see Supplementary Fig. 1 for COD results). Notably, these findings 

demonstrate that patterns of FC specific to each child can significantly predict their parent’s self-

reported internalizing and externalizing behaviors (Fig. 1B).  
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Figure 1. Cross-validated prediction performance using the multi-kernel ridge regression (multi-

KRR) model, using functional connectivity matrices concatenated across four brain states 

(resting state, MID, SST and N-back) from children’s neuroimaging data to predict (A) parent-

reported child behavior and (B) self-reported parent behavior. Prediction performance was 

calculated as the mean Pearson’s correlation between observed and predicted values across 

120 cross-validation folds for each behavioral measure from the ABCD dataset. For each 

boxplot, the top and bottom edges represent upper and lower quartiles of correlation coefficient 

(r) distributions, and the horizontal lines mark the corresponding median. Outliers are plotted as 

circles and were defined as data points outside of the interquartile range. The whiskers extend 

to the most extreme data points not considered as outliers. Asterisks (*) denote above-chance 

significance after correcting for multiple comparisons (FDR q<0.05).  
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Predictive brain network features are more similar within behavioral categories 

 There is broad consistency in the brain network features predictive of mental health-

relevant traits16. Here, we sought to determine if internalizing and externalizing behaviors 

exhibited unique predictive network markers in childhood. At each cross-validation fold, we 

quantified “feature importance” (i.e., how important a given network-based predictor was to the 

model) of each interregional FC edge predicting each behavior using Haufe-transformed (see 

Methods) predictive feature weights30, yielding a 419 by 419 predictive feature matrix for each 

behavior and for each brain state.  

Next, we analyzed whether predictive feature weights computed from multiKRR model 

outputs were more similar among behaviors within than between categories (Fig. 2). The 

predictive feature weight vector for each behavioral measure was averaged across all four brain 

states and correlated with all other measures. Focusing on each of the four internalizing and 

externalizing categories (Child Internalizing, Child Externalizing, Parent Internalizing and Parent 

Externalizing), the difference between mean correlation within each category (“within-category 

mean correlation”) and mean correlation with all other three categories (“between-category 

mean correlation”) was computed 10000 times and used to generate a null distribution of mean 

differences (Fig. 3; see Methods). Mean within-category correlations of predictive feature 

weights were significantly higher than mean between-category correlations (FDR qs≤0.0002; 

Fig. 3). Notably, the similarity pattern of predictive feature weights across behavioral measures 

was highly correlated with the similarity pattern of these behavioral measures on the behavioral 

level (Supplementary Fig. 2; r=0.97). 
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Figure 2. Predictive-network features are similar within behavioral categories. Pearson’s 

correlation (r) of predictive feature weights between all pairs of behavioral measures 

significantly predicted by multi-kernel ridge regression models in the ABCD study. Behavioral 

measures from the same behavioral categories are grouped together. Warmed colors indicate 

stronger positive correlations of the mean predictive feature weights between a pair of 

behavioral measures, indicating that these behavioral measures were predicted by similar 

functional connectivity patterns.  
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Figure 3. Correlations of predictive feature weights were significantly stronger across behavioral 

measures within the same category than between different categories. Differences between 

within- and between-category mean correlations for child and parent internalizing and 

externalizing categories were significantly greater than the null distributions (Ps≤0.0002). 

Correlation values were converted to z-scores using Fisher’s r-to-z transformation prior to 

averaging. Histograms display null distributions of mean differences generated through 10000 

permutations with shuffled behavioral labels. Dashed lines represent observed mean 

differences for each of the four categories.  

 

  

Mean Difference

C
o

u
n

t

400

200

400

0

200

400

0

200

400

0

200

-0.2 -0.1 0.0 0.1 0.2 0.3 0.4

Child Internalizing

Parent Internalizing

Child Externalizing

Parent Externalizing

0

.CC-BY-NC 4.0 International licenseavailable under a
was not certified by peer review) is the author/funder, who has granted bioRxiv a license to display the preprint in perpetuity. It is made 

The copyright holder for this preprint (whichthis version posted May 21, 2023. ; https://doi.org/10.1101/2023.05.20.541490doi: bioRxiv preprint 

https://doi.org/10.1101/2023.05.20.541490
http://creativecommons.org/licenses/by-nc/4.0/


10 
 

Distinct brain network features in children predict internalizing and externalizing 

behaviors in both children and their parents 

Prior work suggests the presence of shared network features across broad categories of 

mental health16. Our analyses revealed unique parcel-level FC profiles predicting distinct 

aspects of psychopathology. Next, we examined the extent that some predictive-network 

features may be shared across behavioral categories. Predictive feature matrices were 

averaged across all behavioral measures within each category, resulting in 32 predictive feature 

matrices (one for each behavioral category and each brain state). To limit the number of 

multiple comparisons, predictive feature weights were averaged within and between 18 

networks (following the 17-network partition in Yeo et al., 201131 plus one subcortical network28) 

at each permutation. Permutation testing was performed on mean predictive feature weights 

from each of the resulting 171 unique network blocks. We also conducted a conjunction analysis 

to extract the predictive feature weights that were not only statistically significant but also 

exhibited consistent directionality (positive or negative) across all brain states, and then 

averaged these predictive feature weights across all brain states (Fig. 4A). These analyses 

yielded predictive feature weights that are both shared across behavioral measures within a 

category and across brain states (Fig. 4B). Predictive feature weights were summed across 

each row in Fig. 4A and plotted on brain surface in Fig. 4C for the positive weights and Fig. 4D 

for the negative weights. These figures reveal that both shared and unique FC patterns predict 

distinct behavioral categories in both children and their parents. 

To examine the extent to which these predictive features are similar across behavioral 

categories in children and their parents, we next calculated the proportion of overlapping 

network blocks which significantly predicted each pair of behaviors (Fig. 4E). Two network 

blocks were counted as overlapping if sums of predictive feature weights within these network 

blocks exhibited consistent directionality. Of note, the observed predictive features were not fully 

distinct across children and parents. The largest proportion of overlap was 0.66 between parent 

internalizing and externalizing categories, while the lowest proportion of overlap was 0.42 

between child internalizing and parent externalizing categories. Proportions of overlap between 

other four category pairs ranged from 0.50 to 0.60, demonstrating the presence of both common 

and distinct patterns of predictive-network features across categories and populations. As one 

example, the proportion of network blocks that exhibit the same directionality across child and 

adult internalizing categories was 0.54.  
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Figure 4. Shared and unique functional network features predict internalizing and externalizing 

behaviors in children and their parents. (A) Matrices of predictive feature weights, averaged 

across all behavioral measures within each child and parental internalizing and externalizing 

categories, and averaged across all brain states. Only weights that were statistically significant 

and that exhibited the same directionality across all brain states are shown. Rows and columns: 

predictive weights based on FC estimates of all pairwise cortical regions. For visualization 
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purposes, all predictive feature weights were divided by their standard deviation. (B) Predictive 

feature weights averaged based on network assignment in panel (A). (C) Positive predictive 

feature weights summed across rows of panel (A) for each cortical region. A more positive value 

indicates that stronger functional connectivity associated with a given cortical parcel predicts 

higher behavioral scores in a behavioral category. (D) Negative predictive feature weights 

summed across rows of panel (A) for each cortical region. A more negative value indicates that 

weaker functional connectivity associated with a given cortical region predicts higher behavioral 

scores in a behavioral category. In both panels (C) and (D), the color of each cortical region 

indicates the percentile of predictive feature weights among 400 regions. (E) The 2D grid 

displays the proportion of network blocks that exhibit the same directionality across each pair of 

child behavioral categories relative to the behavioral category represented by each column. 

Here, each within- and between-network block was coded as 1, 0 or -1 depending on whether 

sum of predictive feature weights within that block is greater than, equal to or lesser than 0, 

resulting in an 18 by 18 matrix for each behavioral category. The number of network blocks 

having the same non-zero entries across both matrices associated with each pair of behavioral 

categories was counted and divided by the total number of non-zero significantly predictive 

network blocks. 
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Single-kernel ridge regression predicted most behavioral measures in adults 

 To examine brain-based predictive network features in adults, we used resting-state 

fMRI data from the HCP WU-Minn S1200 sample (n=752) and analyzed 18 dimensional 

measures from the Achenbach Self-Report32. There were 8 measures of internalizing problems, 

5 measures of externalizing problems, 1 measure of thought problems and 4 measures of 

attention problems (Supplementary Table 2; see Methods). All analysis steps were performed 

as above, except that single-kernel ridge regression (KRR) models were used to predict each 

behavioral measure from subject-specific resting-state FC due to the lack of task fMRI data in 

the HCP. Given that the HCP was not collected across different sites, we implemented 60 

random initiations of 10-fold nested cross-validation. 

Prediction accuracies – given by Pearson’s correlation -- of the KRR models across all 

behaviors are shown in Supplementary Fig. 4. Although most behavioral measures were 

predicted better than chance after FDR correction (q<0.05), only two out of eight behavioral 

measures under the internalizing category survived FDR correction (Supplementary Fig. 4). 

When COD was used as the accuracy measure, only withdrawn, aggressive behavior, and 

attention problems reached better-than-chance accuracy after FDR correction (Supplementary 

Fig. 5). 

 
Predictive brain network features are similar across behavioral categories in adulthood 

 As above, we examined similarity patterns of predictive feature weights calculated from 

KRR model outputs across behaviors within and between different categories (Fig. 5). In 

contrast to the ABCD analyses, predictive feature weights were highly correlated across 

categories (Fig. 5; Supplementary Fig. 7).  We then conducted a permutation test similar to the 

ABCD analyses, focusing on adult internalizing and externalizing categories. Mean within-

category correlations of predictive feature weights were not significantly different from mean 

between-category correlations (Ps>0.12; Fig. 5B). These results suggest that predictive network 

features associated with internalizing and externalizing behavior in adults are broadly consistent 

between behavioral categories. Although network features predicting intrusive behavior were 

weakly correlated with those predicting other measures, it is not surprising given the weak 

correlations between intrusive behavior and other measures on the behavioral level. The 

observed similarity pattern of predictive feature weights across behaviors was moderately 

correlated with the similarity pattern of these measures on the behavioral level (Supplementary 

Fig. 6; r=0.59).   
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Figure 5. Predictive brain network features are similar across conceptually-linked behavioral 

categories in adulthood. (A) The correlation matrix displays Pearson’s correlation r of predictive 

feature weights between all pairs of behavioral measures significantly predicted in the HCP 

study. Behavioral measures are grouped within associated behavioral categories. Higher 

intensity colors indicate higher positive (red) and negative (blue) correlations of the mean 

predictive feature weights between a pair of behavioral measures. (B) Differences between 

mean correlations of predictive feature weights across behavioral measures within the same 

category and between different categories were not significantly greater than the null 
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distributions in the adult internalizing and externalizing categories (Ps>0.12). Correlation values 

were converted to z-scores using Fisher’s r-to-z transformation prior to averaging. Graphing 

conventions are similar to that of Figure 3.  
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Predictive feature weights are largely distinct across ABCD and HCP datasets 

To investigate if functional network features predicting internalizing and externalizing 

behaviors are distinct across development, we assessed the similarity of predictive network 

features across ABCD and HCP datasets. Given that the multiKRR model (ABCD) was applied 

to FC matrices concatenated across four different brain states while the KRR model (HCP) was 

only applied to the resting state, we implemented KRR models in the ABCD data using only 

resting-state fMRI. We then correlated the resulting ABCD predictive feature weights with those 

computed from the HCP analyses. We found that FC features predicting internalizing and 

externalizing problems in ABCD children and HCP adults were only weakly correlated (Fig. 6). 

We then ran permutation tests to compare the difference in the mean correlation within each 

category and the mean correlation between each category and the corresponding category in 

the other age group. As the adult internalizing category contained only two significantly 

predicted measures, we only focused on child internalizing and externalizing and adult 

externalizing behaviors. The difference was significantly greater than its null distribution 

(ps≤0.0146) for the child categories but failed to reach statistical significance for the adults 

(p=0.0601; Fig. 6B). From the predictive feature matrices associated with child and adult 

internalizing and externalizing categories, we computed the proportion of overlapping network 

blocks which significantly predicted each pair of categories (Fig. 6C). Proportions of overlap 

were distinctly higher for pairs of behavioral categories within the same dataset than between 

the two datasets. These results suggest that although shared brain network features account for 

individual variation within broad categories of internalizing and externalizing problems both in 

childhood and adulthood, functional network predictors may change throughout the lifespan, 

exhibiting distinct fingerprints across developmental stages.  

Despite the broad distinction between FC patterns predicting internalizing and 

externalizing behaviors across these two datasets, shared predictive patterns may still be 

present within select edges. Here, the shared predictive network features associated with both 

child and adult internalizing categories primarily involved the default, control and visual 

networks, while the shared predictive network features associated with child and adult 

externalizing primarily involved somato/motor, ventral and dorsal attention networks 

(Supplementary Fig. 8).  
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Figure 6. Distinct functional network features predict internalizing and externalizing behaviors in 

children from the ABCD study and adults from the HCP study. (A) The correlation matrix 

displays the Pearson’s correlation r of predictive feature weights between all pairs of behavioral 

measures significantly predicted by single-kernel ridge regression models in the ABCD and 

HCP studies. Measures from the same behavioral category are grouped together. Colors 

indicate positive (red) and negative (blue) correlations of the mean predictive feature weights 

between behavioral measures and populations. (B) Predictive feature weights associated with 

child internalizing and externalizing categories were significantly more correlated within 

categories than with the corresponding adult categories (Ps≤0.0186). The permutation test was 

not applicable for the adult internalizing category because only one correlation can be computed 

between two behavioral measures in the category. Correlation values were converted to z-

scores using Fisher’s r-to-z transformation prior to averaging. Graphing conventions are similar 

to that of Figure 3. (C) The 2D grid displays the proportion of network blocks that exhibit the 

same directionality across each pair of child and adult behavioral categories relative to the 

behavioral category represented by each column.  
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Discussion 

Here, we used estimates of individual-specific, functional connectivity from a large, 

diverse sample of healthy children to predict internalizing- and externalizing- related behavioral 

measures in children and their parents. Predictive feature weights were more correlated across 

behaviors within the same categories than with those from different categories. Of note, our 

analyses revealed that brain data specific to each child can be used to predict self-reported 

internalizing and externalizing behaviors in their parents. In an independent sample of healthy 

young adults, the opposite pattern was observed, where predictive feature weights were 

similarly correlated across distinct mental health-linked behavioral categories. Moreover, 

predictive feature weights associated with internalizing- and externalizing-related behavioral 

measures were distinct across children and adults, suggesting that brain-based predictors of 

internalizing and externalizing behaviors may change across the lifespan.  

Internalizing and externalizing symptoms reflect distinct factors across various mental 

disorders, irrespective of demographic and collection method33–37. Predictive network features 

are similar across behaviors within the broad categories of mental health16. Although large-scale 

networks can be mechanistically informative for studying neurocognitive processes38,39 and 

psychiatric phenotypes15,40–42, the similarity of whole-brain FC patterns predicting measures of 

internalizing and externalizing behavior has not been directly assessed. Through the use of 

multiKRR16,43, we were able to predict most mental health measures in children and their 

parents from children’s resting-state functional connectome. Here, we demonstrated that the 

whole-brain patterns of functional connectivity in children can be used to predict internalizing 

and externalizing measures in their parents. Our results highlight that the predictive utility of 

functional connectomes may extend beyond the individual, and provide a robust entry point for 

future work on shared environmental and contextual factors, broader behavioral patterns within 

family systems, and/or the heritability of internalizing and externalizing traits.  

Consistent with prior work by Chen et al. 2022 (which used the same dataset), we 

observed that predictive features are generally similar across measures of internalizing and 

externalizing behaviors. However, above and beyond this broad pattern of similarity, predictive 

feature weights were more correlated within than between behavioral categories. These findings 

are consistent with theoretical models that consider internalizing and externalizing behaviors as 

distinct constructs of psychopathology under a general psychopathology p factor44,45. Behavioral 

measures associated with different categories are characterized by both common and distinct 

network predictors in children. On average, higher behavioral scores in both child internalizing 

and externalizing categories were predicted by more positive FC between default, control and 
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limbic networks, between somato/motor and salience networks and more negative FC between 

default and somato/motor networks. Beyond these shared features, there was substantial 

heterogeneity in the FC patterns predicting internalizing- and externalizing-related behaviors. 

These results align with previous neuroimaging studies implicating frontoparietal46,47, default47–

49, salience49,50, limbic49 and somato/motor49,51 network disruptions across psychiatric disorders.  

Contrary to the similarity pattern observed in ABCD children, mean correlations of 

predictive feature weights across all pairs of behavioral measures within internalizing and 

externalizing categories were not significantly different from mean correlations between different 

categories in HCP adults. Our findings suggest that diffuse functional network patterns may 

predict a more general psychopathology factor in adults, while more specific FC patterns may 

differentially predict behaviors associated with specific categories of psychopathology in 

children. One consideration is that single kernel ridge regression (KRR) models used in HCP 

analyses reached better-than-chance predictive accuracy for only two out of eight measures 

assigned to adult internalizing category. This may have biased the results for the permutation 

test assessing statistical significance of mean correlation differences within and between adult 

internalizing and externalizing categories. In addition to different correlation patterns across 

behavioral categories between the two datasets, we also observed distinct FC features 

predicting same categories of internalizing and externalizing behaviors in children compared to 

adults. Weak correlations of predictive feature weights associated with internalizing and 

externalizing behavior across the two samples may be attributable to development of functional 

network organization from childhood through adolescence and then adulthood19,20,52–54. 

However, such differences may also be attributable to site differences between the two 

collection efforts. Of note, our interpretations are limited by the cross-sectional nature of the 

available data. Future work should further characterize the longitudinal trajectories of brain 

development and associated brain-based predictions across the lifespan. Another limitation of 

our study is that we did not test our models separately in each sex. Previous studies have 

suggested brain-based predictive models often fail to generalize across sexes55, and future 

work should test sex-/gender- specific models of behavior56.   

Taken together, our study found that predictive network features cluster within the same 

categories of internalizing and externalizing behavior in ABCD children. Intriguingly, the utility of 

brain-based predictive models in children extended to capture behaviorally relevant signals in 

their parents. Finally, although most behaviors were predicted better than chance in children 

and adults, analyses revealed distinct network predictors across datasets. Future work will 
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benefit from the longitudinal study of common and distinct brain-based predictive features 

across childhood, adolescence, and adulthood. 
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Methods 

Participants 

 11,875 typically-developing children and their parents across 21 sites in the United 

States participated in the ABCD study at baseline (ABCD release 2.0.1). The final analytical 

sample consisted of 2,262 unrelated children who passed strict preprocessing quality control, 

had complete fMRI data across all brain states and complete scores across all behavioral 

measures. Similar to Chen et al., 2022, we combined the 22 ABCD sites into 10 “site-

categories” to reduce sample size variability across sites (Supplementary Table 5). Subjects 

within the same site were also in the same site-category. Detailed demographic information can 

be found in Supplementary Table 6. 

 1,206 healthy adults participated in the HCP study (HCP S1200 Data Release). After 

pre-processing quality control of imaging data, participants were filtered from Li's set of 953 

participants57 based on the availability of a complete set of structural and resting-state fMRI 

scans, as well as all behavioral scores of interest. Our main analysis comprised 752 adult 

participants, who fulfilled all selection criteria17. Detailed demographic information can be found 

in Supplementary Table 7. 

 

Neuroimaging 

Data acquisition 

 For the ABCD study, all T1w images and fMRI data was acquired using protocols 

harmonized across three 3 tesla(T) scanner platforms (i.e., Phillips, Siemens Prisma and 

General Electric 750) at 21 sites. Twenty minutes of resting-state fMRI data, consisting of four 

5-minute runs, was collected from each ABCD child participant. For each of the three tasks 

(MID, SST and N-Back)23–25, fMRI data was acquired over two runs with 2.4mm isotropic 

resolution with a TR of 800ms. The structural T1 scans were acquired with 1mm isotropic 

resolution with a TR of 2500ms. For full details of imaging acquisition can be found elsewhere58.  

 The fMRI data in the HCP data was acquired using an optimized protocol with 2mm 

isotropic resolution and a TR of 700ms. Each HCP subject goes through one structural MRI 

session and two fMRI sessions. Each fMRI session consists of two 15-minute resting-state 

scans with opposite phase encoding directions (L/R and R/L). The structural T1 scans were 

acquired using 0.7mm isotropic resolution and a TR of 2400ms. Full details of the acquisition 

protocol can be found elsewhere26. 

 

Data processing 
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 Minimally preprocessed T1w images59 in the ABCD study were further processed using 

FreeSurfer v5.3.060–65. The cortical surface meshes were then registered a common spherical 

coordinate system62,63. Subjects who failed recon-all QC were subsequently excluded59. The 

minimally preprocessed fMRI data59 were subsequently processed in the following manner. The 

first four frames were removed59. Slice time correction was performed with the FSL library66,67. 

Motion correction was performed using rigid body translation and rotation with the FSL package. 

The resulting fMRI images were then aligned with the processed T1w images68 with FsFast 

(https://surfer.nmr.mgh.harvard.edu/fswiki/FsFast ), and only runs with registration costs less 

than 0.6 were retained. Framewise displacement (FD)67 and voxel-wise differentiated signal 

variance (DVARS)69 were computed by fsl_motion_outliers. Volumes with FD > 0.3 mm or 

DVARS > 50, along with one volume before and two volumes after, were flagged as outliers. A 

bandstop filter was applied to remove respiratory pseudomotion70. Uncensored segments of 

data having fewer than 5 contiguous volumes were also flagged as outliers and censored71. 

Runs with more than half of the volumes flagged as outliers were discarded. Participants with 

less than 4 minutes of data for each fMRI state (rest, MID, N-Back, SST) were excluded from 

further analysis. Nuisance regressors, including global signal, six motion correction parameters, 

averaged ventricular signal, averaged white matter signal, and their temporal derivatives (18 

regressors in total), were regressed out of the fMRI time series from the unflagged volumes. 

Data were interpolated across censored frames72, band-pass filtered at 0.009 Hzf0.08 Hz, 

projected onto FreeSurfer fsaverage6 surface space, and smoothed using a 6mm full-width half 

maximum kernel.  

For the HCP study, minimally preprocessed T1w images73 went through bias- and 

distortion- correction using the PreFreeSurfer pipeline and registered to MNI space. Cortical 

surface reconstruction was conducted using FreeSurfer v5.2 using recon-all adapted for high-

resolution images. The reconstructed surface meshes were then registered to the Conte69 

surface template74. After preprocessing, the fMRI data were corrected for gradient-nonlinearity-

induced distortions. The fMRI time series in each frame were then realigned to the single-band 

reference image to correct for subject motion using rigid body transformation67,75 with FSL. The 

resulting single-band image underwent spline interpolation to correct for distortions and was 

then registered to the T1w image68. Native fMRI volumes went through nonlinear registration to 

the MNI space and mapped to the standard CIFTI grayordinate coordinate space. Further 

details about the preprocessing and processing pipelines of structural and functional images 

can be found elsewhere73.  
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Functional connectivity 

 We used 400 cortical regions of interest29 (ROIs) and 19 subcortical ROIs28. Functional 

connectivity (FC) was measured by Pearson’s r correlations between the mean time series of 

each pair of ROIs. Censored frames were ignored when computing functional connectivity. In 

the ABCD study, the average FC matrix across all runs in each subject from each state (rest, 

MID, N-back, SST) was used for subsequent analyses. To match processing across resting and 

task states, task activations were not regressed from the task-state data. For the HCP study, the 

average FC matrix across all runs in each subject was only computed from the resting state and 

used for subsequent analyses.  

 

Measures of internalizing and externalizing behaviors 

 We included 25 dimensional measures of internalizing and externalizing in our analyses, 

selected from all available mental health relevant assessments taken from child participants and 

their parents27 in the ABCD study. This consisted of 15 internalizing measures and 10 

externalizing measures. Thought and attention problems are related to both internalizing and 

externalizing psychopathology76,77. Accordingly, we included 2 measures of thought problems 

and 6 measures of attention. Participants without available data across all behavioral measures 

were excluded from analysis. The complete list of the included variables can be found in Tables 

S1 and S2. Behavioral measures were grouped into four categories: Internalizing, Externalizing, 

Thought Problems and ADHD Problems for both children and their parents, resulting in eight 

behavioral categories in total (Supplementary Table 1).  

In data from the HCP, we analyzed 18 dimensional measures of internalizing, 

externalizing, thought and attention problems from the Achenbach Self-Report (ASR) 

questionnaire, resulting in four behavioral categories (Supplementary Table 2).  

 

Statistical analysis 

 Consistent with prior work16, we used multi-kernel ridge regression (multiKRR) with l2 

regularization to predict each behavioral measure from participant-specific FC matrices across 

all brain states (rest, MID, N-back, SST) jointly in the ABCD study. Behavioral measures in the 

HCP study were predicted from resting-state FC using kernel ridge regression (KRR) with l2 

regularization. Details about KRR and multiKRR models can be found in the Supplement (see 

Supplementary methods S1 and S2). Age and mean FD were entered as covariates. Both 

models assume that participants with more similar FC patterns have more similar behavioral 

measures. Models were implemented with nested cross-validation procedures similar to Ooi et 
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al., 2022. Head motion (mean FD and DVARS) were regressed from each behavioral measure 

prior to cross-validation.  

In the ABCD analyses, we performed leave-3-site-clusters-out nested cross-validation 

for each behavioral measure. At each fold, a different set of 3 site-categories served as the test 

set, and the remaining 7 site-categories were used as the training set, resulting in 120 folds in 

total. In the HCP analyses, we implemented 60 random initiations of 10-fold nested cross-

validation. Participants from the same family were assigned to either training or testing sets and 

were never split across training and test sets in any cross-validation fold.  

Across both datasets, model and regularization parameters were estimated from the 

training set at each fold. The estimated parameters were then applied to the unseen participants 

from the test set and evaluated for accuracy by both correlating predicted and actual 

measures78, and by coefficient of determination (COD). To assess whether model prediction 

performed better than chance, statistical significance of prediction accuracy was assessed by a 

permutation test whereby the entire cross-validation procedure was rerun on behavior measures 

randomly reshuffled across participants in each dataset. Care was taken to avoid shuffling 

between families or sites.  

 

Model Interpretation 

 To interpret the predictive importance of each FC feature, we used an approach from 

Haufe and colleagues (2014) to transform predictive feature weights associating each FC edge 

to the behavioral measure. Predictive feature weight was computed by the covariance between 

the predicted behavioral measure and the FC edge. This resulted in a 419 x 419 predictive 

feature matrix for each brain state and each behavioral measure. A positive (or negative) 

predictive feature weight indicates that higher FC predicts greater (or lower) behavioral values. 

Statistical significance of these predictive feature weights was tested with permutation tests and 

corrected for multiple comparison using FDR (q<0.05). To reduce the number of multiple 

comparisons, predictive feature weights were averaged within and between 18 large-scale 

functional networks28,29 before conducting the permutation test.  

  

.CC-BY-NC 4.0 International licenseavailable under a
was not certified by peer review) is the author/funder, who has granted bioRxiv a license to display the preprint in perpetuity. It is made 

The copyright holder for this preprint (whichthis version posted May 21, 2023. ; https://doi.org/10.1101/2023.05.20.541490doi: bioRxiv preprint 

https://doi.org/10.1101/2023.05.20.541490
http://creativecommons.org/licenses/by-nc/4.0/


26 
 

Acknowledgements 

 

Data used in the preparation of this article were obtained, in part, from the Adolescent Brain 

Cognitive Development SM (ABCD) Study (https://abcdstudy.org), held in the NIMH Data Archive 

(NDA). This is a multisite, longitudinal study designed to recruit more than 10,000 children aged 

9-10 and follow them over 10 years into early adulthood. The ABCD Study® is supported by the 

National Institutes of Health and additional federal partners under award numbers 

U01DA041048, U01DA050989, U01DA051016, U01DA041022, U01DA051018, U01DA051037, 

U01DA050987, U01DA041174, U01DA041106, U01DA041117, U01DA041028, U01DA041134, 

U01DA050988, U01DA051039, U01DA041156, U01DA041025, U01DA041120, U01DA051038, 

U01DA041148, U01DA041093, U01DA041089, U24DA041123, U24DA041147. A full list of 

supporters is available at abcdstudy.org/federal-partners.html. A list of participating sites and a 

complete list of the study investigators can be found at abcdstudy.org/consortium_members/. 

ABCD consortium investigators designed and implemented the study and/or provided data but 

did not necessarily participate in the analysis or writing of this report. Additional data were 

provided, in part, by the Human Connectome Project, WU-Minn Consortium (Principal 

Investigators: David Van Essen and Kamil Ugurbil; 1U54MH091657) funded by the 16 NIH 

Institutes and Centers that support the NIH Blueprint for Neuroscience Research; and by the 

McDonnell Center for Systems Neuroscience at Washington University. This manuscript reflects 

the views of the authors and may not reflect the opinions or views of the NIH or the ABCD and 

HCP consortia investigators. 

 

Funding Sources 

 

This work was supported by the National Institute of Mental Health (R01MH120080 and 

R01MH123245 to AJH). This work was also supported by the following awards to BTTY: the 

Singapore National Research Foundation (NRF) Fellowship (Class of 2017), the NUS Yong Loo 

Lin School of Medicine (NUHSRO/2020/124/TMR/LOA), the Singapore National Medical 

Research Council (NMRC) LCG (OFLCG19May-0035), the NMRC STaR (STaR20nov-0003) 

and the Singapore Ministry of Health (MOH) Centre Grant (CG21APR1009). This work was also 

supported by the following awards to ED: the Kavli Institute for Neuroscience at Yale University 

(Postdoctoral Fellowship for Academic Diversity), the Feinstein Institutes for Medical Research 

Advancing Women in Science and Medicine (Career Development Award and Barbara Zucker 

.CC-BY-NC 4.0 International licenseavailable under a
was not certified by peer review) is the author/funder, who has granted bioRxiv a license to display the preprint in perpetuity. It is made 

The copyright holder for this preprint (whichthis version posted May 21, 2023. ; https://doi.org/10.1101/2023.05.20.541490doi: bioRxiv preprint 

https://doi.org/10.1101/2023.05.20.541490
http://creativecommons.org/licenses/by-nc/4.0/


27 
 

Emerging Scientist Award). Any opinions, findings and conclusions or recommendations 

expressed in this material are those of the authors and do not reflect the views of the funders.  

 

Financial Disclosures 

 

All authors reported no biomedical financial interests or potential conflicts of interest. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

.CC-BY-NC 4.0 International licenseavailable under a
was not certified by peer review) is the author/funder, who has granted bioRxiv a license to display the preprint in perpetuity. It is made 

The copyright holder for this preprint (whichthis version posted May 21, 2023. ; https://doi.org/10.1101/2023.05.20.541490doi: bioRxiv preprint 

https://doi.org/10.1101/2023.05.20.541490
http://creativecommons.org/licenses/by-nc/4.0/


28 
 

References 

1. Achenbach, T. M. The Child Behavior Profile: I. Boys aged 6-11. J Consult Clin Psychol 
46, 478–488 (1978). 

2. Achenbach, T. M. The classification of children’s psychiatric symptoms: a factor-analytic 
study. Psychol Monogr 80, 1–37 (1966). 

3. Achenbach, T. M. Manual for the child behavior checklist/ 4-18 and 1991 profile. 
(University of Vermont, Department of Psychiatry, 1991). 

4. Hammen, C., Shih, J. H. & Brennan, P. A. Intergenerational transmission of depression: 
test of an interpersonal stress model in a community sample. J Consult Clin Psychol 72, 
511–522 (2004). 

5. Conger, R. D., Neppl, T., Kim, K. J. & Scaramella, L. Angry and aggressive behavior 
across three generations: a prospective, longitudinal study of parents and children. J 
Abnorm Child Psychol 31, 143–160 (2003). 

6. Kim, H. K., Capaldi, D. M., Pears, K. C., Kerr, D. C. R. & Owen, L. D. Intergenerational 
Transmission of Internalising and Externalising Behaviours Across Three Generations: 
Gender-Specific Pathways. Crim Behav Ment Health 19, 125 (2009). 

7. Duprey, E. B., Oshri, A. & Liu, S. Developmental pathways from child maltreatment to 
adolescent suicide-related behaviors: The internalizing and externalizing comorbidity 
hypothesis. Dev Psychopathol 32, 945–959 (2020). 

8. Commisso, M. et al. Childhood externalizing, internalizing and comorbid problems: 
distinguishing young adults who think about suicide from those who attempt suicide. 
Psychol Med (2021) doi:10.1017/S0033291721002464. 

9. Olivier, E., Morin, A. J. S., Langlois, J., Tardif-Grenier, K. & Archambault, I. Internalizing 
and Externalizing Behavior Problems and Student Engagement in Elementary and 
Secondary School Students. J Youth Adolesc 49, 2327–2346 (2020). 

10. Papachristou, E. & Flouri, E. The codevelopment of internalizing symptoms, externalizing 
symptoms, and cognitive ability across childhood and adolescence. Dev Psychopathol 
32, 1375–1389 (2020). 

11. Narusyte, J., Ropponen, A., Alexanderson, K. & Svedberg, P. Internalizing and 
externalizing problems in childhood and adolescence as predictors of work incapacity in 
young adulthood. Soc Psychiatry Psychiatr Epidemiol 52, 1159 (2017). 

12. Sripada, C. et al. Prediction of neurocognition in youth from resting state fMRI. Molecular 
Psychiatry 2019 25:12 25, 3413–3421 (2019). 

13. Shannon, B. J. et al. Premotor functional connectivity predicts impulsivity in juvenile 
offenders. Proc Natl Acad Sci U S A 108, 11241–11245 (2011). 

14. Uddin, L. Q. et al. Salience Network–Based Classification and Prediction of Symptom 
Severity in Children With Autism. JAMA Psychiatry 70, 869 (2013). 

15. Lake, E. M. R. et al. The Functional Brain Organization of an Individual Allows Prediction 
of Measures of Social Abilities Transdiagnostically in Autism and Attention-
Deficit/Hyperactivity Disorder. Biol Psychiatry 86, 315–326 (2019). 

16. Chen, J. et al. Shared and unique brain network features predict cognitive, personality, 
and mental health scores in the ABCD study. Nature Communications 2022 13:1 13, 1–
17 (2022). 

17. Ooi, L. Q. R. et al. Comparison of individualized behavioral predictions across 
anatomical, diffusion and functional connectivity MRI. Neuroimage 263, 119636 (2022). 

18. Sydnor, V. J. et al. Neurodevelopment of the association cortices: Patterns, mechanisms, 
and implications for psychopathology. Neuron 109, 2820–2846 (2021). 

19. Hwang, K., Hallquist, M. N. & Luna, B. The Development of Hub Architecture in the 
Human Functional Brain Network. Cerebral Cortex 23, 2380–2393 (2013). 

.CC-BY-NC 4.0 International licenseavailable under a
was not certified by peer review) is the author/funder, who has granted bioRxiv a license to display the preprint in perpetuity. It is made 

The copyright holder for this preprint (whichthis version posted May 21, 2023. ; https://doi.org/10.1101/2023.05.20.541490doi: bioRxiv preprint 

https://doi.org/10.1101/2023.05.20.541490
http://creativecommons.org/licenses/by-nc/4.0/


29 
 

20. Dong, H. M., Margulies, D. S., Zuo, X. N. & Holmes, A. J. Shifting gradients of 
macroscale cortical organization mark the transition from childhood to adolescence. Proc 
Natl Acad Sci U S A 118, (2021). 

21. Bethlehem, R. A. I. et al. Brain charts for the human lifespan. Nature 2022 1–11 (2022) 
doi:10.1038/s41586-022-04554-y. 

22. Volkow, N. D. et al. The conception of the ABCD study: From substance use to a broad 
NIH collaboration. Dev Cogn Neurosci 32, 4–7 (2018). 

23. Knutson, B., Westdorp, A., Kaiser, E. & Hommer, D. FMRI visualization of brain activity 
during a monetary incentive delay task. Neuroimage 12, 20–27 (2000). 

24. Logan, G. D. On the ability to inhibit thought and action: A users’ guide to the stop signal 
paradigm. (1994). 

25. Cohen, A. O., Conley, M. I., Dellarco, D. V & Casey, B. J. The impact of emotional cues 
on short-term and long-term memory during adolescence. Proceedings of the Society for 
Neuroscience. San Diego, CA. November (2016). 

26. Van Essen, D. C. et al. The WU-Minn Human Connectome Project: An Overview. 
Neuroimage 80, 62 (2013). 

27. Barch, D. M. et al. Demographic, physical and mental health assessments in the 
adolescent brain and cognitive development study: Rationale and description. Dev Cogn 
Neurosci 32, 55–66 (2018). 

28. Fischl, B. et al. Whole brain segmentation: automated labeling of neuroanatomical 
structures in the human brain. Neuron 33, 341–355 (2002). 

29. Schaefer, A. et al. Local-Global Parcellation of the Human Cerebral Cortex from Intrinsic 
Functional Connectivity MRI. Cereb Cortex 28, 3095–3114 (2018). 

30. Haufe, S. et al. On the interpretation of weight vectors of linear models in multivariate 
neuroimaging. Neuroimage 87, 96–110 (2014). 

31. Thomas Yeo, B. T. et al. The organization of the human cerebral cortex estimated by 
intrinsic functional connectivity. J Neurophysiol 106, 1125–1165 (2011). 

32. Achenbach, T. M. & Rescorla, L. A. Manual for the ASEBA adult forms & profiles. 
(University of Vermont, Research Center for Children, Youth, & Families, 2003). 

33. Krueger, R. F., Markon, K. E., Patrick, C. J., Benning, S. D. & Kramer, M. D. Linking 
antisocial behavior, substance use, and personality: an integrative quantitative model of 
the adult externalizing spectrum. J Abnorm Psychol 116, 645–666 (2007). 

34. Eaton, N. R. et al. An invariant dimensional liability model of gender differences in mental 
disorder prevalence: evidence from a national sample. J Abnorm Psychol 121, 282–288 
(2012). 

35. Achenbach, T. M. & Edelbrock, C. S. Psychopathology of Childhood. 
https://doi.org/10.1146/annurev.ps.35.020184.001303 35, 227–256 (2003). 

36. Kessler, R. C. et al. Development of Lifetime Comorbidity in the World Health 
Organization World Mental Health Surveys. Arch Gen Psychiatry 68, 90–100 (2011). 

37. Ringwald, W. R., Forbes, M. K. & Wright, A. G. C. Meta-analytic tests of measurement 
invariance of internalizing and externalizing psychopathology across common 
methodological characteristics. Journal of psychopathology and clinical science 131, 
847–856 (2022). 

38. Rosenberg, M. D., Finn, E. S., Scheinost, D., Constable, R. T. & Chun, M. M. 
Characterizing Attention with Predictive Network Models. Trends Cogn Sci 21, 290–302 
(2017). 

39. Rosenberg, M. D. et al. A neuromarker of sustained attention from whole-brain functional 
connectivity. Nature Neuroscience 2016 19:1 19, 165–171 (2015). 

40. Satterthwaite, T. D. et al. Connectome-wide network analysis of youth with Psychosis-
Spectrum symptoms. Molecular Psychiatry 2015 20:12 20, 1508–1515 (2015). 

.CC-BY-NC 4.0 International licenseavailable under a
was not certified by peer review) is the author/funder, who has granted bioRxiv a license to display the preprint in perpetuity. It is made 

The copyright holder for this preprint (whichthis version posted May 21, 2023. ; https://doi.org/10.1101/2023.05.20.541490doi: bioRxiv preprint 

https://doi.org/10.1101/2023.05.20.541490
http://creativecommons.org/licenses/by-nc/4.0/


30 
 

41. Pornpattananangkul, N., Leibenluft, E., Pine, D. S. & Stringaris, A. Association Between 
Childhood Anhedonia and Alterations in Large-scale Resting-State Networks and Task-
Evoked Activation. JAMA Psychiatry 76, 624–633 (2019). 

42. Karcher, N. R., O’Brien, K. J., Kandala, S. & Barch, D. M. Resting-State Functional 
Connectivity and Psychotic-like Experiences in Childhood: Results From the Adolescent 
Brain Cognitive Development Study. Biol Psychiatry 86, 7–15 (2019). 

43. He, T. et al. Deep neural networks and kernel regression achieve comparable accuracies 
for functional connectivity prediction of behavior and demographics. Neuroimage 206, 
116276 (2020). 

44. Brislin, S. J. et al. Differentiated nomological networks of internalizing, externalizing, and 
the general factor of psychopathology (‘p factor’) in emerging adolescence in the ABCD 
study. Psychol Med 52, 3051–3061 (2022). 

45. Caspi, A. et al. The p Factor: One General Psychopathology Factor in the Structure of 
Psychiatric Disorders? Clin Psychol Sci 2, 119 (2014). 

46. Marek, S. & Dosenbach, N. U. F. The frontoparietal network: function, electrophysiology, 
and importance of individual precision mapping. Dialogues Clin Neurosci 20, 133 (2018). 

47. Baker, J. T. et al. Functional connectomics of affective and psychotic pathology. Proc Natl 
Acad Sci U S A 116, 9050–9059 (2019). 

48. Doucet, G. E. et al. Transdiagnostic and disease-specific abnormalities in the default-
mode network hubs in psychiatric disorders: A meta-analysis of resting-state functional 
imaging studies. European Psychiatry 63, (2020). 

49. Huang, C. C. et al. Transdiagnostic and Illness-Specific Functional Dysconnectivity 
Across Schizophrenia, Bipolar Disorder, and Major Depressive Disorder. Biol Psychiatry 
Cogn Neurosci Neuroimaging 5, 542–553 (2020). 

50. Sheffield, J. M. et al. Transdiagnostic associations between functional brain network 
integrity and cognition. JAMA Psychiatry 74, 605–613 (2017). 

51. Kebets, V. et al. Somatosensory-Motor Dysconnectivity Spans Multiple Transdiagnostic 
Dimensions of Psychopathology. Biol Psychiatry 86, 779–791 (2019). 

52. Grayson, D. S. & Fair, D. A. Development of large-scale functional networks from birth to 
adulthood: a guide to neuroimaging literature. Neuroimage 160, 15 (2017). 

53. Galván, A. & Tottenham, N. Adolescent Brain Development. Developmental 
Psychopathology 1–36 (2016) doi:10.1002/9781119125556.DEVPSY218. 

54. Casey, B. J., Galván, A. & Somerville, L. H. Beyond simple models of adolescence to an 
integrated circuit-based account: A commentary. Dev Cogn Neurosci 17, 128 (2016). 

55. Dhamala, E., Yeo, B. T. T. & Holmes, A. J. One Size Does Not Fit All: Methodological 
Considerations for Brain-Based Predictive Modeling in Psychiatry. Biol Psychiatry 93, 
717–728 (2023). 

56. Dhamala, E. et al. Brain-based predictions of psychiatric illness-linked behaviors across 
the sexes. Biol Psychiatry (2023) doi:10.1016/J.BIOPSYCH.2023.03.025. 

57. Li, J. et al. Global signal regression strengthens association between resting-state 
functional connectivity and behavior. Neuroimage 196, 126–141 (2019). 

58. Casey, B. J. et al. The Adolescent Brain Cognitive Development (ABCD) study: Imaging 
acquisition across 21 sites. Dev Cogn Neurosci 32, 43 (2018). 

59. Hagler, D. J. et al. Image processing and analysis methods for the Adolescent Brain 
Cognitive Development Study. Neuroimage 202, 116091 (2019). 

60. Fischl, B., Liu, A. & Dale, A. M. Automated manifold surgery: constructing geometrically 
accurate and topologically correct models of the human cerebral cortex. IEEE Trans Med 
Imaging 20, 70–80 (2001). 

61. Dale, A. M., Fischl, B. & Sereno, M. I. Cortical surface-based analysis. I. Segmentation 
and surface reconstruction. Neuroimage 9, 179–194 (1999). 

.CC-BY-NC 4.0 International licenseavailable under a
was not certified by peer review) is the author/funder, who has granted bioRxiv a license to display the preprint in perpetuity. It is made 

The copyright holder for this preprint (whichthis version posted May 21, 2023. ; https://doi.org/10.1101/2023.05.20.541490doi: bioRxiv preprint 

https://doi.org/10.1101/2023.05.20.541490
http://creativecommons.org/licenses/by-nc/4.0/


31 
 

62. Fischl, B., Sereno, M. I., Tootell, R. B. H. & Dale, A. M. High‐resolution intersubject 
averaging and a coordinate system for the cortical surface. Hum Brain Mapp 8, 272 
(1999). 

63. Fischl, B., Sereno, M. I. & Dale, A. M. Cortical surface-based analysis. II: Inflation, 
flattening, and a surface-based coordinate system. Neuroimage 9, 195–207 (1999). 

64. Ségonne, F. et al. A hybrid approach to the skull stripping problem in MRI. Neuroimage 
22, 1060–1075 (2004). 

65. Ségonne, F., Pacheco, J. & Fischl, B. Geometrically accurate topology-correction of 
cortical surfaces using nonseparating loops. IEEE Trans Med Imaging 26, 518–529 
(2007). 

66. Smith, S. M. et al. Advances in functional and structural MR image analysis and 
implementation as FSL. Neuroimage 23 Suppl 1, (2004). 

67. Jenkinson, M., Bannister, P., Brady, M. & Smith, S. Improved Optimization for the Robust 
and Accurate Linear Registration and Motion Correction of Brain Images. Neuroimage 17, 
825–841 (2002). 

68. Greve, D. N. & Fischl, B. Accurate and Robust Brain Image Alignment using Boundary-
based Registration. Neuroimage 48, 63 (2009). 

69. Power, J. D., Barnes, K. A., Snyder, A. Z., Schlaggar, B. L. & Petersen, S. E. Spurious 
but systematic correlations in functional connectivity MRI networks arise from subject 
motion. Neuroimage 59, 2142–2154 (2012). 

70. Gratton, C. et al. Removal of high frequency contamination from motion estimates in 
single-band fMRI saves data without biasing functional connectivity. Neuroimage 217, 
116866 (2020). 

71. Gordon, E. M. et al. Generation and Evaluation of a Cortical Area Parcellation from 
Resting-State Correlations. Cerebral Cortex 26, 288–303 (2016). 

72. Power, J. D. et al. Methods to detect, characterize, and remove motion artifact in resting 
state fMRI. Neuroimage 84, 320–341 (2014). 

73. Glasser, M. F. et al. The minimal preprocessing pipelines for the Human Connectome 
Project. Neuroimage 80, 105–124 (2013). 

74. Van Essen, D. C., Glasser, M. F., Dierker, D. L., Harwell, J. & Coalson, T. Parcellations 
and hemispheric asymmetries of human cerebral cortex analyzed on surface-based 
atlases. Cereb Cortex 22, 2241–2262 (2012). 

75. Jenkinson, M. & Smith, S. A global optimisation method for robust affine registration of 
brain images. Med Image Anal 5, 143–156 (2001). 

76. Jacob, C. et al. Internalizing and externalizing behavior in adult ADHD. Atten Defic 
Hyperact Disord 6, 101–110 (2014). 

77. Arslan, İ. B., Lucassen, N., van Lier, P. A. C., de Haan, A. D. & Prinzie, P. Early 
childhood internalizing problems, externalizing problems and their co-occurrence and 
(mal)adaptive functioning in emerging adulthood: a 16-year follow-up study. Soc 
Psychiatry Psychiatr Epidemiol 56, 193 (2021). 

78. Finn, E. S. et al. Functional connectome fingerprinting: identifying individuals using 
patterns of brain connectivity. Nature Neuroscience 2015 18:11 18, 1664–1671 (2015). 

  

.CC-BY-NC 4.0 International licenseavailable under a
was not certified by peer review) is the author/funder, who has granted bioRxiv a license to display the preprint in perpetuity. It is made 

The copyright holder for this preprint (whichthis version posted May 21, 2023. ; https://doi.org/10.1101/2023.05.20.541490doi: bioRxiv preprint 

https://doi.org/10.1101/2023.05.20.541490
http://creativecommons.org/licenses/by-nc/4.0/

